Virus Research, 30 (1993) 369-371 
© 1993 Elsevier Science Publishers B.V. 
All rights reserved 0168-1702 /93 /$06.00 


369 


Author Index 


Ahmad, N., Schiff, G.M. and Baroudy, B.M. 
Detection of viremia by a one step poly- 
merase chain reaction method in hepatitis C 
virus infection (30) 303 

Astier-Gin, T., see Nicot, C. (30) 317 


Baek, L.-J., see Puthavathana, P. (30) 161 
Baroudy, B.M., see Ahmad, N. (30) 303 
Blinov, V.M., see Shchelkunov, S.N. (30) 239 
Brautigam, S., see Liu, H. (30) 89 
Brons, N.H.C., see Muller, C.P. (30) 271 
Buckley, B., Silva, S. and Singh, S. 
Nucleotide sequence and in vitro expression 
of the capsid protein gene of tobacco ringspot 
virus (30) 335 


Chernos, V.I., see Senkevich, T.G. (30) 73 
Chizhikov, V.E., see Senkevich, T.G. (30) 73 
Chu, Y.-K., see Puthavathana, P. (30) 161 


Dobbs, M., see Puthavathana, P. (30) 161 

Doll, B., Pleschka, S., Zimmer, G. and Herrler, 
G. 
Surface glycoprotein of influenza C virus: 
Inactivation and restoration of the acetyl- 
esterase activity on nitrocellulose (30) 105 


Edouard, E., see Nicot, C. (30) 317 
Eraizer, T.L., see Tugizov, Sh.M. (30) 189 


Feldmann, H., Sanchez, A., Morzunov, S., 
Spiropoulou, C.F., Rollin, P.E., Ksiazek, 
T.G., Peters, C.J. and Nichol, S.T. 
Utilization of autopsy RNA for the synthesis 
of the nucleocapsid antigen of a newly rec- 
ognized virus associated with hantaviral pul- 
monary syndrome (30) 351 

Freije, J.M.P., Lain, S., Vihtuela, E. and Lépez- 
Otin, C. 

Nucleotide sequence of a nucleoside triphos- 
phate phosphohydrolase gene from African 
swine fever virus (30) 63 


Gao, G.F., Hussain, M.H., Reid, H.W. and 
Gould, E.A. 
Classification of a new member of the TBE 
flavivirus subgroup by its immunological, 
pathogenetic and molecular characteristics: 
identification of subgroup-specific pentapep- 
tides (30) 129 

Gao, Y., see O’Neill, F.J. (30) 171 

Gould, E.A., see Gao, G.F. (30) 129 

Grabovskaya, I.L., see Tugizov, Sh.M. (30) 189 

Grinde, B., see Sgrhaug, H. (30) 53 

Guillemain, B., see Nicot, C. (30) 317 


Hall, S.L., see Stokes, A. (30) 43 
Handtmann, D., see Muller, C.P. (30) 271 
Herrler, G., see DGll, B. (30) 105 
Hollinger, F.B., see Lin, H.J. (30) 27 
Hussain, M.H., see Gao, G.F. (30) 129 


Jakob, R. 
Nucleolar accumulation of core protein in 
cells naturally infected with Semliki Forest 
virus. Quantitative aspects (30) 145 

Jung, G., see Muller, C.P. (30) 271 


Kai, C., see Shin, Y.-S. (30) 17 
Kang, C.Y., see Puthavathana, P. (30) 161 
Karavanov, A.S., see Tsekhanovskaya, N.A. (30) 
1 
Kawaguchi, Y., see Shin, Y.-S. (30) 17 
Khoobyarian, N. and Marczynska, B. 
Cell immortalization: the role of viral genes 
and carcinogens (30) 113 
Koonin, E.V., see Senkevich, T.G. (30) 73 
Ksiazek, T.G., see Feldmann, H. (30) 351 
Kushch, A.A., see Tugizov, Sh.M. (30) 189 


Lai, C.-l., see Lin, H.J. (30) 27 

Lain, S., see Freije, J.M.P. (30) 63 

Lau, J.Y.N., see Lin, H.J. (30) 27 
Lauder, I.J., see Lin, H.J. (30) 27 

Lee, H.W., see Puthavathana, P. (30) 161 
Legrand, E., see Nicot, C. (30) 317 


370 


Li, D., see Xiao, S.-Y. (30) 97 

Lin, H.J., Lau, J.Y.N., Lauder, I.J., Shi, N., Lai, 
C.-l. and Hollinger, F.B. 
The hepatitis C virus genome: a guide to its 
conserved sequences and candidate epitopes 
(30) 27 

Liu, H., Brautigam, S. and Rethwilm, A. 
Expression of the human foamy virus bel-1 
transactivator in insect cells (30) 89 

Londos-Gagliardi, D., see Nicot, C. (30) 317 

Lépez-Otin, C., see Freije, J.M.P. (30) 63 


Makarova, N.E., see Tugizov, Sh.M. (30) 189 

Malenko, G.V., see Pressman, E.K. (30) 295 

Marczynska, B., see Khoobyarian, N. (30) 113 

Matveev, L.E., see Tsekhanovskaya, N.A. (30) 1 

McGinnes, L., see Sergel, T. (30) 281 

Melero, J.A., see Wertz, G.W. (30) 215 

Mikami, T., see Shin, Y.-S. (30) 17 

Miyazawa, T., see Shin, Y.-S. (30) 17 

Moreau, J.P., see Nicot, C. (30) 317 

Morrison, T., see Sergel, T. (30) 281 

Morzunov, S., see Feldmann, H. (30) 351 

Moynet, D., see Nicot, C. (30) 317 

Muller, C.P., Handtmann, D., Brons, N.H.C., 
Weinmann, M., Wiesmiiller, K.-H., Spahn, 
G., Wiesneth, M., Schneider, F. and Jung, 
G. 
Analysis of antibody response to the measles 
virus using synthetic peptides of the fusion 
protein. Evidence of non-random pairing of 
T and B cell epitopes (30) 271 

Muravnik, G.L., see Senkevich, T.G. (30) 73 

Murphy, B.R., see Stokes, A. (30) 43 


Nichol, S.T., see Feldmann, H. (30) 351 

Nicot, C., Astier-Gin, T., Edouard, E., Legrand, 
E., Moynet, D., Vital, A., Londos-Gagliardi, 
D., Moreau, J.P. and Guillemain, B. 
Establishment of HTLV-I-infected cell lines 
from French, Guianese and West Indian pa- 
tients and isolation of a proviral clone pro- 
ducing viral particles (30) 317 


O’Neill, F.J., Gao, Y. and Xu, X. 
Reconstitution of wild type viral DNA in 
simian cells transfected with early and late 
SV40 defective genomes (30) 171 

Oshikamo, R., see Shin, Y.-S. (30) 17 


Peters, C.J., see Feldmann, H. (30) 351 
Pleschka, S., see Doll, B. (30) 105 

Pogodina, V.V., see Pressman, E.K. (30) 295 
Pozdnyakov, S.G., see Senkevich, T.G. (30) 73 


Pressman, E.K., Malenko, G.V. and Pogodina, 
V.V. 
Variabilities in the antigenic structure of 
persisting tick-borne encephalitis virus 
strains (30) 295 

Pressman, E.K., see Tsekhanovskaya, N.A. (30) 
1 

Puthavathana, P., Dobbs, M., Baek, L.-J., Chu, 
Y.-K., Lee, H.W. and Kang, C.Y. 
Comparison of nucleotide sequences among 
hantaviruses belonging to the same serotype: 
an analysis of amplified DNA by thermal 
cycle sequencing (30) 161 


Razzaque, A., see Wang, J. (30) 221 

Reid, H.W., see Gao, G.F. (30) 129 

Renvyle, T.T., see Steinhart, W.L. (30) 205 

Resenchuk, S.M., see Shchelkunov, S.N. (30) 
239 

Rethwilm, A., see Liu, H. (30) 89 

Revazova, E.P., see Tugizov, Sh.M. (30) 189 

Rollin, P.E., see Feldmann, H. (30) 351 

Rubin, S.G., see Tsekhanovskaya, N.A. (30) 1 

Ryazankina, O.I., see Senkevich, T.G. (30) 73 


Sanchez, A., see Feldmann, H. (30) 351 

Sandakhchiev, L.S., see Shchelkunov, S.N. (30) 
239 

Sarris, C.M., see Stokes, A. (30) 43 

Savchenkova, I.P., see Tugizov, Sh.M. (30) 189 

Schiff, G.M., see Ahmad, N. (30) 303 

Schmaljohn, C.S., see Xiao, S.-Y. (30) 97 

Schneider, F., see Muller, C.P. (30) 271 

Senkevich, T.G., Muravnik, G.L., Pozdnyakov, 
S.G., Chizhikov, V.E., Ryazankina, O.L., 
Shchelkunov, S.N., Koonin, E.V. and Cher- 
nos, V.I. 
Nucleotide sequence of XhoI O fragment of 
ectromelia virus DNA reveals significant dif- 
ferences from vaccinia virus (30) 73 

Sergel, T., McGinnes, L. and Morrison, T. 
Role of a conserved sequence in the matura- 
tion and function of the NDV HN glycopro- 
tein (30) 281 

Shchelkunov, S.N., Blinov, V.M., Resenchuk, 
S.M., Totmenin, A.V. and Sandakhchiev, 
LS. 
Analysis of the nucleotide sequence of a 43 
kbp segment of the genome of variola virus 
India-1967 strain (30) 239 

Shchelkunov, S.N., see Senkevich, T.G. (30) 73 

Shi, N., see Lin, H.J. (30) 27 

Shin, Y.-S., Tohya, Y., Oshikamo, R., 
Kawaguchi, Y., Tomonaga, K., Miyazawa, 
T., Kai, C. and Mikami, T. 


= 
=— 


Antigenic analysis of feline calicivirus capsid 
precursor protein and its deleted polypep- 
tides produced in a mammalian cDNA ex- 
pression system (30) 17 

Silva, S., see Buckley, B. (30) 335 

Singh, S., see Buckley, B. (30) 335 

Segrhaug, H. and Grinde, B. 
Evolution of mouse mammary tumor virus- 
related sequences in the human genome (30) 
53 

Spahn, G., see Muller, C.P. (30) 271 

Spik, K.W., see Xiao, S.-Y. (30) 97 

Spiropoulou, C.F., see Feldmann, H. (30) 351 

Steinhart, W.L. and Renvyle, T.T. 
Cymbidium mosaic virus RNA synthesis in 
isolated orchid protoplasts (30) 205 

Stokes, A., Tierney, E.L., Sarris, C.M., Murphy, 
B.R. and Hall, S.L. 
The complete nucleotide sequence of two 
cold-adapted, temperature-sensitive attenu- 
ated mutant vaccine viruses (cp12 and cp45) 
derived from the JS strain of human parain- 
fluenza virus type 3 (PIV3) (30) 43 

Strayer, D.S. 
Effect of virus infection on levels of tran- 
scripts for cellular genes (30) 259 


Tierney, E.L., see Stokes, A. (30) 43 

Tohya, Y., see Shin, Y.-S. (30) 17 

Tomonaga, K., see Shin, Y.-S. (30) 17 

Totmenin, A.V., see Shchelkunov, S.N. (30) 239 

Tsekhanovskaya, N.A., Matveev, L.E., Rubin, 
S.G., Karavanov, A.S. and Pressman, E.K. 
Epitope analysis of tick-borne encephalitis 
(TBE) complex viruses using monoclonal an- 


371 


tibodies to envelope glycoprotein of TBE 
virus (persulcatus subtype) (30) 1 

Tugizov, Sh.M., Savchenkova, I.P., Grabovskaya, 
1.L., Makarova, N.E., Eraizer, T.L., Reva- 
zova, E.P. and Kushch, A.A. 
Changes in expression of surface and core 
antigens of hepatitis B virus in different mu- 
tant clones of hepatoma PLC-PRF-S cells 
(30) 189 


Vinuela, E., see Freije, J.M.P. (30) 63 
Vital, A., see Nicot, C. (30) 317 


Wang, J. and Razzaque, A. 
Mapping and DNA sequence analysis of the 
cytomegalovirus transforming domain III 
(mtrIID) (30) 221 

Weinmann, M., see Muller, C.P. (30) 271 

Wertz, G.W. and Melero, J.A. 
Workshop on ‘Reverse genetics of negative 
stranded RNA viruses’ Sponsored by the 
Juan. March Institute, Madrid, Spain (30) 
215 

Wiesmiiller, K.-H., see Muller, C.P. (30) 271 

Wiesneth, M., see Muller, C.P. (30) 271 


Xiao, S.-Y., Spik, K.W., Li, D. and Schmaljohn, 
CS. 
Nucleotide and deduced amino acid se- 
quences of the M and S genome segments of 
two Puumala virus isolates from Russia (30) 
97 

Xu, X., see O’Neill, F.J. (30) 171 


Zimmer, G., see Ddll, B. (30) 105 


| 


372 


Acetylesterase, (30) 105 

Acute infection, (30) 303 

African swine fever virus, (30) 63 
Amino acid sequence, (30) 97 
Antigen, (30) 351 

Antigen expression, (30) 189 
Antigenicity, (30) 129 

Antigenic sites, (30) 27 
Antigenic variability, (30) 295 


Bipartite genomes, (30) 171 


Capsid gene, (30) 335 

Capsid protein, (30) 17 
Carcinogens, (30) 113 

Cell immortalization, (30) 113 


Cellular proto-oncogenes, (30) 113 


Chronic infection, (30) 303 


Cold-adapted vaccine virus, (30) 43 


Collagen, (30) 259 

Computer algorithms, (30) 27 
Core protein, (30) 145 
CyMYV, (30) 205 
Cytomegalovirus, (30) 221 


Denaturation, (30) 105 
Differentiation, (30) 189 
Drug resistance, (30) 189 


Easles virus, (30) 271 

Ectromelia virus, (30) 73 
Endogenous retroviruses, (30) 53 
Epitope mapping, (30) 1 
Expression in insect cells, (30) 89 


Feline calicivirus, (30) 17 
Flavivirus, (30) 1 

Full length provirus, (30) 317 
Fusion protein, (30) 271 


Gene expression, (30) 17, (30) 259 
Gene family, (30) 73 


Virus Research, 30 (1993) 372-373 
© 1993 Elsevier Science Publishers B.V. 
All rights reserved 0168-1702 /93 /$06.00 


Subject Index 


Hantaviral pulmonary syndrome, (30) 351 

Hantavirus, (30) 161, (30) 351 

Helicase, (30) 63 

Hepatitis B virus, (30) 189 

Hepatitis C virus, (30) 303 

Hepatocarcinoma, (30) 189 

HN protein folding, (30) 281 

Human foamy virus bel-1 transactivator, (30) 89 

Human parainfluenza virus type 3, strain JS, 
(30) 43 

Human T cell leukemia virus, (30) 317 


mtrIII, (30) 221 
Influenza C virus, (30) 105 


Kernel density analysis, (30) 27 


Malignant rabbit fibroma virus, (30) 259 
Molecular cloning, (30) 317 

Molecular evolution, (30) 53 
Monoclonal antibodies, (30) 1 
Monoclonal antibody, (30) 17, (30) 295 
Monomolecular genomes, (30) 171 
Mouse mammary tumor virus, (30) 53 


Nepovirus, (30) 335 

Neutralization, (30) 295 

Neutralizing epitope, (30) 17 

Non-A, non-B hepatitis, (30) 303 

Nucleocapsid protein, (30) 351 

Nucleoside triphosphate phosphohydrolase, (30) 
63 

Nucleotide sequence, (30) 43, (30) 97, (30) 129 

Nucleotide sequencing, (30) 161 


Orchid, (30) 205 
Orthopoxvirus, (30) 239 


Paramyxovirus HN protein, (30) 281 
Pathogenicity, (30) 129 

PCR amplification, (30) 303 

Persistence of TBE virus, (30) 295 
Picornavirus superfamily, (30) 335 
Polymerase chain reaction, (30) 27, (30) 161 
Poxvirus, (30) 73, (30) 259 


= 
| 


Primer design, (30) 27 
Protoplast infection, (30) 205 
Puumala virus, (30) 97 


Recombinant expressed N protein, (30) 351 
Renaturation, (30) 105 

Restriction fragment polymorphism, (30) 53 
RNA 2 sequence, (30) 335 


Semliki Forest virus, (30) 145 
Sequence analysis, (30) 63, (30) 239 
Sequence diversity, (30) 171 
Simian virus 40, (30) 171 


TBE in Turkey, (30) 129 
T cell epitope, (30) 271 


Tick-borne encephalitis complex, (30) 1 
Tobacco ringspot virus, (30) 335 
Transcription factor, (30) 73 
Transformation, (30) 113 

Transforming DNA, (30) 221 

Tropical spastic paraperesis, (30) 317 
Typing, (30) 161 


5’-Untranslated region, (30) 303 


Variola virus, (30) 239 
Viral oncogenes, (30) 113 
Viral RNA, (30) 205 
Viremia, (30) 303 

Virus evolution, (30) 73 


373 


| 
| 


